
Supplementary Table S1. The detailed information of differentially expressed microRNAs in nephroblastoma.
	microRNA ID
	Chromosome
	Active sequence
	Fold change
	status

	hsa-miR-342-3p
	chrX
	ACGGGTGCGATTTCTG
	3.13687
	up

	hsa-miR-181b-5p
	chr1
	ACCCACCGACAGC
	8.11207
	up

	hsa-miR-25-3p
	chr7
	TCAGACCGAGACAAGTG
	5.94286
	up

	hsa-miR-196a-5p
	chr12
	CCCAACAACATGAAACTAC
	4.98788
	up

	hsa-miR-130a-3p
	chr11
	ATGCCCTTTTAACATTGCA
	2.50140
	up

	hsa-miR-128-3p
	chr2
	AAAGAGACCGGTTCACTG
	3.26754
	up

	hsa-miR-15b-3p
	chr3
	TAGAGCAGCAAATAATGATTC
	7.18813
	up

	hsa-miR-196a-3p
	chr12
	CTCAGGCAGTTTCTT
	19.88176
	up

	hsa-miR-1301-3p
	chr2
	GAAGTCACTCCCAG
	17.24559
	up

	hsa-miR-93-5p
	chr7
	CTACCTGCACGAACAG
	6.51003
	up

	hsa-miR-181b-3p
	chr9
	TTGCATTCATTGTTCAGTG
	123.22421
	up

	hsa-miR-17-3p
	chr13
	CTACAAGTGCCTTCA
	3.80780
	up

	hsa-miR-7-5p
	chr9
	ACAACAAAATCACTAGTCTTCC
	2.68781
	up

	hsa-miR-181a-2-3p
	chr9
	GGTACAGTCAACGGTCA
	11.16354
	up

	hsa-miR-454-3p
	chr17
	ACCCTATAAGCAATATTGCAC
	2.75416
	up

	hsa-miR-483-5p
	
	CTCCCTTCTTTCCT
	7.28233
	up

	hsa-miR-106b-5p
	chr7
	ATCTGCACTGTCAGCAC
	6.13055
	up

	hsa-miR-16-2-3p
	chr3
	TAAAGCAGCACAGTAATATTGG
	2.35874
	up

	hsa-miR-345-5p
	chr14
	GAGCCCTGGACTAG
	3.06592
	up

	hsa-miR-92a-3p
	chr13
	ACAGGCCGGGACAAG
	2.72368
	up

	hsa-miR-130b-3p
	chr22
	ATGCCCTTTCATCATTG
	20.11613
	up

	hsa-miR-19a-3p
	chr13
	TCAGTTTTGCATAGATTTGC
	4.32058
	up

	hsa-miR-19b-3p
	chr13
	TCAGTTTTGCATGGATTTG
	2.80599
	up

	hsa-miR-483-3p
	chrX
	AAGACGGGAGGAGAGGA
	68.56092
	up

	hsa-miR-340-3p
	chr5
	GCTATAAAGTAACTGAGACGG
	4.13264
	up

	hsa-miR-99b-3p
	chr19
	CGGACCCACAGA
	7.88115
	up

	hsa-miR-17-5p
	chr13
	CTACCTGCACTGTAAG
	3.82411
	up

	hsa-miR-301a-3p
	chr17
	GCTTTGACAATACTATTGCAC
	7.20370
	up

	hsa-miR-20a-5p
	chr13
	CTACCTGCACTATAAGCAC
	3.46392
	up

	hsa-miR-1180-3p
	chr17
	ACACACCCACGCG
	2.64391
	up

	hsa-miR-708-5p
	chr11
	CCCAGCTAGATTGT
	56.59281
	up

	hsa-miR-335-5p
	chr7
	ACATTTTTCGTTATTGCTC
	5.18707
	up

	hsa-miR-4323
	chrX
	TCTGAGGCTGTGGGG
	15.40748
	up

	hsa-miR-301b-3p
	chr22
	GCTTTGACAATATCATTGC
	148.16169
	up

	hsa-miR-181a-3p
	chr1
	GGTACAATCAACGGTCGA
	10.37676
	up

	hsa-miR-10a-3p
	chr17
	TATTCCCCTAGATACG
	6.42964
	up

	hsa-miR-181c-3p
	chr19
	GTCCACTCAACGGTC
	5.23192
	up

	hsa-miR-425-5p
	chr3
	TCAACGGGAGTGATCGT
	2.55873
	up

	hsa-miR-149-5p
	chr2
	GGGAGTGAAGACACGGAG
	6.30293
	up

	hsa-miR-19b-1-5p
	chr13
	GCTGGATGCAAACCTGC
	3.91267
	up

	hsa-miR-106b-3p
	chr7
	GCAGCAAGTACCC
	31.63628
	up

	hsa-miR-3651
	chrX
	TCATGTACCAGCGACC
	2.59820
	up

	hsa-miR-514a-3p
	chrX
	TCTACTCACAGAAGTGTC
	158.47002
	down

	hsa-miR-4485-5p
	chrX
	TCACTGGGCAGGCG
	3.91154
	down

	hsa-miR-4647
	chrX
	TTCCTCAGCACAGCA
	24.72806
	down

	hsa-miR-1273g-5p
	chr1
	ACTTACTGCAGCCTCA
	19.0765438
	down

	hsa-miR-139-5p
	chrX
	ACTGGAGACACGTGC
	112.942252
	down

	hsa-miR-1973
	chrX
	TATGCTACCTTTGCAC
	4.84961755
	down

	hsa-miR-200c-3p
	chr12
	TCCATCATTACCCG
	25.4163084
	down

	hsa-miR-215-5p
	chr1
	GTCTGTCAATTCATAGGTCAT
	8.19576448
	down

	hsa-miR-126-5p
	chr9
	CGCGTACCAAAAGTAATAATG
	32.2887481
	down

	hsa-miR-1321
	chrX
	ATCACATTCACCTCCC
	9.97146725
	down

	hsa-miR-141-3p
	chr12
	CCATCTTTACCAGACAG
	20.34926
	down

	hsa-miR-4286
	chrX
	GGTACCAGGAGTGG
	2.75784
	down

	hsa-miR-194-5p
	chr1
	TCCACATGGAGTTGC
	8.30371
	down

	hsa-miR-3202
	chrX
	ATTAAAGCTCTTCTCCCT
	11.20982
	down

	hsa-miR-4485-3p
	chr11
	TTAGGGTACCGCGG
	4.02059
	down

	hsa-miR-4685-5p
	chrX
	AACCTTGCCCCACTC
	26.94971
	down

	hsa-miR-664a-5p
	chr1
	ATCCAATCATTTTCCCTAGC
	2.96884
	down

	hsa-miR-664b-5p
	chrX
	TACCCAATCATCTCCC
	3.51967
	down

	hsa-miR-203a-3p
	chr14
	CTAGTGGTCCTAAACAT
	217.01708
	down

	hsa-miR-489-3p
	chr7
	GCTGCCGTATATGTGAT
	78.06963
	down

	hsa-miR-934
	chrX
	CCAGTGTCTCC
	21.73794
	down

	hsa-miR-192-5p
	chr11
	GGCTGTCAATTCATAGGT
	7.95390
	down

	hsa-miR-4484
	chrX
	TGGGGCTTCTCCCG
	3.59483
	down

	hsa-miR-9-5p
	chr1
	TCATACAGCTAGATAACC
	31.80939
	down

	hsa-miR-6894-5p
	chrX
	TCTGGCCCAGCTC
	37.17239
	down


